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Summary Result : Negative
No Clinically Significant Genetic Mutations Detected

Gene Mutation Interpretation

Comments 

  No known or potential disease-causing mutations were detected in all genes covered by CellMax Life's 98 gene panel.
  Variants with no evidence towards pathogenicity were not included in this report.

Variants are classified according to the standards and guidelines for sequence variant interpretation of the American College of Medical Genetics and 
Genomics (ACMG). They are evaluated by a board certified pathologist. The five variant classification categories include pathogenic, likely pathogenic, variant 
of uncertain significance (VUS), likely benign, and benign. CellMax Life only reports pathogenic variants, which have strong lines of evidence associated with 
increased cancer risk. A summary of all variants found from each classification category can be provided for each patient upon request by their physician.
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RENU AGARWAL 2017/08/04 
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66 Years
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2017/08/04
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This test consists of advanced genetic sequencing of 98 genes to check for multiple different cancers.
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 List of Genes Tested 

GeGene
Symbol

Gene Name Major Associated Tumor Types Test Result

BRCA1 breast cancer 1, early onset

Mutations in the BRCA1 gene lead to an increased 
risk to develop female or male breast cancer, 
ovarian, fallopian tube, or primary peritoneal cancer, 
pancreatic cancer, prostate cancer, and possibly 
other types of cancer.

BRCA2 breast cancer 2, early onset

Mutations in the BRCA2 gene lead to an increased 
risk to develop female or male breast cancer, 
ovarian, fallopian tube, or primary peritoneal cancer, 
pancreatic cancer, prostate cancer, and possibly 
other types of cancer.

BRIP1
BRCA1 interacting protein 
C-terminal helicase 1

Mutations in the BRIP1 gene lead to an increased risk 
to develop ovarian cancer (up to 9%, compared to 2% 
in the average woman), as well as an increased risk to 
develop female breast cancer.

CDH1
cadherin 1, type 1, 
E-cadherin (epithelial)

Mutations in the CDH1 gene lead to an increased risk 
to develop a particular type of gastric cancer (diffuse) 
and a particular type of female breast cancer (lobular).

CHEK2 checkpoint kinase 2

Mutations in the CHEK2 gene lead to an increased 
risk to develop female breast cancer (around twice as 
high as the average woman), colorectal cancer, and 
possibly other cancers such as male breast cancer, 
prostate, thyroid, ovarian, or kidney.

PALB2
partner and localizer of 
BRCA2

Mutations in the PALB2 gene lead to an increased risk 
to develop female breast cancer, pancreatic cancer, 
ovarian cancer, and possibly other types of cancer 
like male breast cancer. The risk to develop breast 
cancer can vary based on how many close relatives 
also have breast cancer.

PTEN
phosphatase and tensin 
homolog

Mutations in the PTEN gene lead to an increased 
risk to develop female breast cancer, endometrial/ 
uterine cancer, kidney cancer, colorectal cancer, and 
possibly other types of cancer.

No mutations of 
clinical significance 

detected

No mutations of 
clinical significance 

detected

No mutations of 
clinical significance 

detected

No mutations of 
clinical significance 

detected

No mutations of 
clinical significance 

detected

No mutations of 
clinical significance 

detected

APC adenomatous polyposis coli

Mutations in the APC gene lead to an increased 
risk of developing cancers/tumors of the 
exocrine pancreas, large bowel and rectum 
(colorectal), stomach, liver, thyroid glands, and 
the central nervous system.

No mutations of 
clinical significance 

detected

No mutations of 
clinical significance 

detected
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